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The main focus areas for us in May have been the five-week Postgraduate 

workshop at Covenant University, Nigeria, and preparing the documents for our 

second annual report to the NIH. The workshop had a few challenges with visas 

and illness, but the local team worked to overcome these. We are proud of the 

second annual report, but as usual, the restricted length of the report was simply 

too short to give full credit to all our activities for the year. However, we hope 

that these activities are adequately showcased in these newsletters. For 

example, you will see the annual reports from each of the working groups 

presented below. 

In the last letter we reported that five H3ABioNet interns were selected. One of 

these is already complete and was very successful, two are still at their host 

institutions and two more arrive at their host institutions today. We look 

forward to reports on these internships from the trainees after return to their 

home institutions. We are about to start the Data management workshop in 

Cape Town, which will run from the 3rd-6th June, and in the 4th H3Africa 

Consortium Meeting yesterday (1st June), we had an excellent session with the 

H3Africa Education and Training working group to help with planning upcoming 

courses as a consortium.  

The CBIO team has been working particularly hard on computing infrastructure, 

investigating the best solution for H3Africa data storage. This has been done in 

conjunction with the infrastructure working group and data management task 

force. Suresh has also patiently persisted with trying to get all the purchased 

servers delivered and is finally making headway. We have been fortunate to 

have Victoria Nembaware in our group in May to help out with many tasks such 

as updating the website and tracking training activities. June promises to be just 

as busy as year 2 starts drawing to a close. Our main focus will be on the Data 

management workshop, furthering the goals of the new African Bioinformatics 

Education Committee, and preparing to receive the first H3Africa dataset!                                                      

        Prof. Nicky Mulder. 

Foreword 
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Education & Training Working Group (E&T WG) Annual Report 

Name of Chair (Node Name) Oyekanmi Nashiru (NABDA) 

Name of Co-Chair (Node Name) Nicola Mulder (CBio) 

Reporting Period June 1st, 2013 to May 31st, 2014 

Number of meetings held 18 

Number of Nodes part of this working 
group 

19 

Number of members part of this 
working group 

28 

Report Compiled by Sumir Panji, Nicola Mulder and 
Oyekanmi Nashiru 

Summary of goals accomplished for the reporting period June 1st, 2013 to May 31st, 
2014: 
H3ABioNet has run the 4 week Train the Trainer workshop at ICIPE, the Introduction 

to eBioKits at ICIPE, a curriculum development workshop at the University of 

Botswana with members of the H3Africa CafGEN project, part funded a visual 

analytics workshop in Abuja, part funded an eBioKits workshop in Tanzania, wholly 

funded and Introduction to Bioinformatics workshop in Ghana hosted by the NMIMR 

node which included 2 participants from the H3Africa Kidney Disease Network and 1 

person from the AWI-GEN project site. Additionally, the second 5 week H3ABioNet 

workshop was held in May at the CUBRe node in Ota, Nigeria. H3ABioNet provided 5 

travel fellowships for members from different Nodes to attend a 4 day workshop on 

GWAS hosted by the Wits Bioinformatics Unit. In total 153 people from all over Africa 

have received some training in bioinformatics (see graph below): 

Figure 1: Number of people trained by H3ABioNet and region for this reporting 

period. 

The H3ABioNet internship programme has also been initiated with a total of 6 interns 

selected by the H3ABioNet based on their submitted proposals. These include one 

student from Tunisia to be hosted by Rhodes University, one from Botswana hosted 

by Wits University, two from Tanzania to be hosted by the University of Cape Town,  
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one student from Tunisia hosted by the University of Illinois, and one from Nigeria 

hosted by a laboratory in Germany. The Botswana student internship is complete and 

was a big success, the Nigerian student has started his internship and the remaining 

internships are starting imminently. 

H3ABioNet hosted a successful bioinformatics curriculum development at the 

University of Botswana which included stakeholders from Kenya, Botswana, Nigeria, 

Tunisia, Zimbabwe, Sudan, South Africa, Tanzania amongst other countries who will 

imminently establishing a bioinformatics degree programme. Speakers included the 

head of the ISMB education working group, Professor Lonnie Welch, Dr. Patricia 

Palagi from the SIB amongst others who discussed their established programmes, the 

challenges they faced and some suggested recommendations. The outcome of the 

meeting was the decision of the core and elective modules, the number of contact 

hours and the establishment of an African curriculum development working group to 

help create the syllabus and content for each of the modules 

(http://www.h3abionet.org/training-and-education/h3abionet-courses/18-

h3abionet-courses/h3abionet-courses-past/115-h3abionet-bioinformatics-

curriculum-development-workshop). The workshop content and report is available at 

the above url.  

Online educational content for various topics in bioinformatics, biology, statistics, 

ethics and computer science has been identified and will be undergoing curation and 

links to that content will be made available via the website. 

Summary of highlights / achievements of the working group for the reporting 
period June 1st, 2013 to May 31st, 2014: 

¶ The provision of training for 153 people from all over Africa in various topics 
ranging from GWAS, statistics, NGS, biological databases and programming. 

¶ The selection and placement of the first set of H3ABioNet interns. 

¶ The delivery of an NGS workshop by one of the participants from the ICIPE Train 
the Trainer workshop, Majdi Nagara, in Tunisia. 

¶ The determination of the core and elective modules needed for a bioinformatics 
degree programme and formation of an African bioinformatics curriculum 
development working group. 

¶ Compilation of online educational source material for curation. 

¶ Involvement of two other members from the ICIPE Train the Trainer workshop in 
the development of an African bioinformatics curriculum and the curriculum. 
development workshop (Benjamin Kumwenda from Malawi Medical College and 
Angela Mokolo from the University of Ibadan). 

¶ Publication of the current status of bioinformatics education in Nigeria by the E&T 
WG Chair and members of the H3ABioNet Nigerian Nodes; PMID:24763310 

¶ A training module for the H3ABioNet CUBRe Postgraduate 2014 workshop 
provided from the Bioinformatics Unit at the University of the Witwatersrand live 
via the Vidyo system from NADBA to the classroom in Ota, Nigeria.  
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Summary of goals not accomplished and any challenges faced by the working group 
for the reporting period June 1st, 2013 to May 31st, 2014: 
A key challenge has been to get all the training material videos edited and placed on 

the website due to logistical challenges in obtaining the recordings and the editing 

that still needs to be done and the approval required by the lecturers of the edited 

content before these recordings can be made available.  

Another key challenge has been the establishment of the webinar / seminar series 

given the different time zones within Africa and the logistical scheduling of an hour 

slot between personnel from all the different Nodes to view a seminar / webinar at 

the same time. Avenues that are being investigated is to have students present their 

work via Skype and interested parties can log in and view the presentation and 

provide feedback to the students. Another option would be to view pre-recorded 

webinars on current topics in genomics and open a forum within the website for the 

viewers to discuss the topics. A set of suitable webinars has been identified: 

https://w ww.genome.gov/27552686.  

A challenge that was faced for the H3ABioNet CUBRe Postgraduate 2014 workshop 

was the difficulty in the trainers obtaining visas for to travel to Nigeria, in particular 

the South African trainers, hence the live streaming of the bioinformatics workshop 

by the trainer from the Bioinformatics Unit at the University of the Witwatersrand to 

the classroom in Ota, Nigeria. 

Summary of upcoming goals the working group will be working on from June 1st, 
2014 to May 31st, 2015: 

¶ The E&T WG will be reviewing the milestone for the working group and will 
derive more specific milestones for reporting on.  

¶ A second call for internships and selection and placement of these interns. 

¶ The data management workshop, a metagenomics workshop, the third 4 to 5 
week bioinformatics workshop, an intermediate bioinformatics workshop and 
possibly a follow up to the systems administration workshop will be held. 

¶ Students will have a chance to present some of their research projects to 
ƳŜƳōŜǊǎ ƻŦ Iо!.ƛƻbŜǘΩǎ {!. ŘǳǊƛƴƎ ǘƘŜ ŀƴƴǳŀƭ ƎŜƴŜǊŀƭ ƳŜŜǘƛƴƎΦ 

¶ The placement of workshop and training material on the website. 

¶ The curation and updating of online educational material identified. 

¶ Development of a monitoring and evaluation training plan. 

¶ Establish a seminar / webinar programme. 
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Infrastructure Working Group (ISWG) Annual Report 

Name of Chair (Node Name) Alia Benkhala 

Name of Co-Chair (Node Name) Scott Hazelhurst 

Reporting Period June 1st, 2013 to May 31st, 2014 

Number of meetings held 15 

Number of Nodes part of this working 
group 

13 

Number of members part of this 
working group 

33 

Report Compiled by Sumir Panji 

Summary of goals accomplished for the reporting period June 1st, 2013 to May 31st, 
2014: 
The Infrastructure working group (ISWG) has accomplished the following within the 

reporting period: 

¶ Re-drafted the milestones to make them more specific and easier to work on 
and track progress. 

¶ Created SOPs and documentation for how to install Linux based operating 
systems for the various Nodes who are unfamiliar with these types of OS. 

¶ Developed Python code to map out the internet connectivity between the 
various H3ABioNet nodes. 

¶ Is providing support to the Nodes in helping them to install and run the Python 
code to monitor their internet connectivity. 

¶ Investigated the various options for the data storage / archive solution to house 
the H3Africa data with 3 solutions being proposed and to be decided upon by 
the ISWG. 

¶ Engaged various stakeholders such as CSIR, SAGrid, CHPC, UCT-ICTs to determine 
what the possible options for the data archive are. 

¶ Has been testing various data transfer mechanisms. 

¶ Optimising the parameters of Globus online for data transfer. 

¶ Is currently assisting the Nodes to install Globus online endpoints to enable data 
transfer.  

¶ Created documentation on installing the Globus online endpoints for the Nodes 
which are not ready in English and French. 

¶ Created the data management SOPs and processes to be implemented for the 
H3Africa data.  

¶ Providing support to the TrypanoGEN project in defining their server 
requirements and negotiating with various vendors. 

¶ Helped to open negotiations between the Schizophrenia H3Africa project PIs 
and UCT-ICTs to enable data transfer and storage under the new UCT eResearch 
platform. 

¶ Is continuously following up on the status of the server purchases with the 
vendors. 
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Summary of highlights / achievements of the working group for the reporting 
period June 1st, 2013 to May 31st, 2014: 

¶ Creation of the data management SOPs and processes for the H3Africa data. 

¶ The various options for the data archive solution and settling on which one to 
implement. 

¶ Development of the NetMap Python code and deployment to the Nodes.  

¶ Assisting the various Nodes to install Globus online endpoints. 
 

Summary of goals not accomplished and any challenges faced by the working group 
for the reporting period June 1st, 2013 to May 31st, 2014: 

¶ The delay and poor communication by the vendors in tracking and delivering the 
servers to the various Nodes that have purchased them. 

¶ The delay in the purchasing and delivery of eBioKits to the various nodes has 
delayed all the eBioKit milestones. 

¶ Determine what interfaces and data the H3Africa PIs would like integrated and 
pipelines they would like to use, without getting specifications from them it 
would be pointless in trying to develop tools which they might not use. 
 

Summary of upcoming goals the working group will be working on from June 1st, 
2014 to May 31st, 2015: 

¶ The milestones will be revised and more specific ones created and the ToRs 
updated. 

¶ A decision on which of the three options for the data storage / archive solution 
to be implemented.  

¶ Implementation of a data storage / archive solution for the H3Africa data. 

¶ Further testing of various data transfer mechanisms to derive 2 possible 
solutions. 

¶ More Nodes installing the NetMap and Globus online end points. 

¶ Internet connectivity monitoring of bandwidth between all the Nodes via 
NetMap. 

¶ Documentation for the systems administrators and looking at monitoring and 
automating updates using Puppet recipes which can be shared by the various 
Nodes. 

¶ A co-ordinated effort to get the eBioKit units to their respective Nodes so these 
milestones can be met. 

¶ Investigating the possibility of locally mirroring the BioQ databases 
(http://bioq.saclab.net/). 

¶ A data management workshop will be held for the H3Africa data managers on 
the requirements of the data that they will submit, the H3Africa data access and 
sharing policy and the H3ABioNet data management and transfer SOPs that have 
been created. 

 

  

http://bioq.saclab.net/
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Research Working Group (RSWG) Annual Report 

Name of Chair (Node Name) Prof. Ezekiel Adebiyi (CUBRe) 

Name of Co-Chair (Node Name) Dr. Julie Makani (MUHAS) 

Reporting Period June 1st, 2013 to May 31st, 2014 

Number of meetings held 11 

Number of Nodes part of this working 
group 

18 

Number of members part of this 
working group 

25 

Report compiled by Ezekiel Adebiyi and Sumir Panji 

Summary of goals accomplished for the reporting period June 1st, 2013 to May 
31st, 2014: 
The Research working group had been working on a graphically represented set of 

commonly used workflows for various bioinformatics analysis such as genotyping to 

GWAS or variant calling which could be placed on the H3ABioNet website, using 

templates from members who provided pre-existing workflows from their 

Institutions and others from the Node Accreditation Working group who gave 

permission for the SOPs they were developing to be used. 

Relevant research collaborations were also initiated by the RSWG. Currently, these 

include: 

Collaborative Project Title  Nodes Involved  People Involved  
Design of Phenotype Database 
and Surveillance Programme 
for H3Africa projects  

IPT / MUHAS / 
MLWTP  

Kais Ghedira, Amel Ghouila, Alia Benkhala 
(Co-PI), Sharon Cox (Co-PI) Evarist Masaki, 
Freddie Mbuya, Bruno Mmbando, Raphael 
Sangeda Julie Makani (Co-PI), Dean Everett 
(Co-PI) 

Design and Implementation of 
a Sickle Cell Disease (SCD) 
database and Analysis modules  

IPT / MUHAS / 
MLWTP 

Kais Ghedira, Amel Ghouila, Alia Benkhala 
(Co-PI), Sharon Cox (Co-PI), Evarist Masaki, 
Freddie Mbuya, Bruno Mmbando, Raphael 
Sangeda, Julie Makani (Co-PI), Dean 
Everett (Co-PI) 

Immunoinformatics and 
nanoantibody binders: 
Sequence and structural 
analysis of VHH sequences  

RUBi / IPT  Ozlem Tastan Bishop (Co-PI), Balkiss 
Bouhaouala-Zahar (Co-PI), Ayoub Ksouri, 
Dr Rahma Ben Abderrazek, Alia Benkahla, . 
Kais Ghedira  

Human metabolic network 
modelling: contextualization of 
H3Africa projects high 
throughput data from 
pathological and drug-treated 
states and simulation of these 
states  

CU / CPGR/IPT Ezekiel Adebiyi (Co-PI), Judit Kumuthini 
(Co-PI) and Alia Benkhala (Co-PI) 

Integration of multiple 

biomedical data sources for the 

study of phenotypic data and 

identification of candidate 

disease genes 

IPT / MUHAS Kais Ghedira, Amel Ghouila, Alia Benkhala 
(Co-PI), Evarist Masaki, Freddie Mbuya, 
Bruno Mmbando, Raphael Sangeda, Julie 
Makani (Co-PI), 
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Summary of highlights / achievements of the working group for the reporting 
period June 1st, 2013 to May 31st, 2014: 
The workflows that were prioritised to work on initially were the genotyping and 
GWAS workflows and the NGS variant calling workflows. The RSWG determined 
nodes which could collaborate based on complementary expertise and data and 
developed a template which aims to capture for each node the expertise they have 
and any potential datasets they have that would require specialised bioinformatics 
analyses to be undertaken in a collaborative framework for the analyses of these 
data. The RSWG is working in conjunction with the Curriculum Development 
Taskforce to achieve their goals. Currently, the WG is following up progress on the 
new research collaborations. Finally, the WG provided direction for the trainees at 
the just concluded H3ABioNet Bioinformatics Postgraduate Workshop to develop 
two collaborative projects, which the trainees worked on while at the workshop. 
The projects are entitled ά!ƴŀƭȅǎƛǎ ƻŦ ƎŜƴŜǘƛŎ ǾŀǊƛŀǘƛƻƴ ŀǎǎƻŎƛŀǘŜŘ ǿƛǘƘ ¦ǘŜǊƛƴŜ 
fibroid susceptibility among !ŦǊƛŎŀƴǎέ ŀƴŘ ά²ƻǊƪŦƭƻǿ ŦƻǊ ǎǘǊǳŎǘǳǊŀƭ ŀƴŘ ŦǳƴŎǘƛƻƴŀƭ 
analysis of a hypothetical protein (with ǊŜŦŜǊŜƴŎŜ ǘƻ ŎǊƻǇ ƎŜƴƻƳŜǎύέΦ /ǳǊǊŜƴǘƭȅ 
concept notes are being developed to enable reviewing of the projects by a task 
force from the RSWG. Thereafter, milestones for the projects will be developed, so 
that the workshop participants can continue work on the projects. It is expected 
that publications and proposals for funding consideration will be reached at the end 
of the implementation of the milestones for both projects. 
 
Summary of goals not accomplished and any challenges faced by the working 
group for the reporting period June 1st, 2013 to May 31st, 2014: 
A major challenge has been the poor attendance of the RSWG meetings which has 

caused a number of meetings to be postponed. 

Summary of upcoming goals the working group will be working on from June 1st, 
2014 to May 31st, 2015: 
As the focus of the RSWG has moved from tool development to research a number 

of goals will be worked on for the upcoming period that include: 

¶ Defining of milestones for the period and updating of the ToRs. 

¶ Creation of templates to determine which Nodes have datasets available they 
would like to be analysed, what expertise they would require and what 
expertise that a Node currently has as this will help groups to identify potential 
collaborations. 

¶ Creation of templates for the collaborative projects to define their milestones 
and provide updates on these milestones every 6 months. 

¶  Review and monitoring of research activities within the network and also 
encourage new collaborative projects. 

¶ Possibly integrate with the publications working group proposed during the GA 
conference call in April. 

¶ Create workflow diagrams for the identified workflows and also identify other 
types of workflows to summarise diagrammatically for the H3ABioNet website.  
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User Support Working Group (USWG) Annual Report 

Name of Chair (Node Name) Judit Kumuthini (CPGR) 

Name of Co-Chair (Node Name) Jonathan Kayondo (UVRI) 

Reporting Period June 1st, 2013 to May 31st, 2014 

Number of meetings held 12 

Number of Nodes part of this working 
group 

9 

Number of members part of this 
working group 

18 

Report compiled by Jonathan Kayondo, Judit Kumuthini and 
Sumir Panji 

Summary of goals accomplished for the reporting period June 1st, 2013 to May 31st, 
2014: 
The USWG was created to enable H3ABioNet to channel technical advice to service 

partner nodes and H3Africa project bioinformatics needs. Towards this, the following 

were accomplished in this reporting period: 

¶ Renewing the ToRs and milestones for the reporting period 

¶ Co-opting of additional reps for the Bioinformatics Help desk 

¶ Continual auditing of the H3ABioNet helpdesk (see table below for reporting 
period summary statistics) 

Category  Tickets 
Time 
(min) 

Average Time 
(min) 

% of 
Tickets 

% of Time 

Analysis - Genotyping arrays  2  68  34  3.1  1.3  

Analysis - NGS data  10  3,860  386  15.6  74.1  

Analysis - Other  2  360  180  3.1  6.9  

General Project Administration  16  131  8  25.0  2.5  

NetCapDB  1  5  5  1.6  0.1  

Other  6  33  6  9.4  0.6  

Software Development / Programming  2  45  23  3.1  0.9  

Software license request  2  180  90  3.1  3.5  

Technical / System Administration  15  380  25  23.4  7.3  

Website / Mailing List  8  145  18  12.5  2.8  

Total  64  5,207  81  
  

Table 1: Summary of H3ABioNet helpdesk metrics from the period of 30th May, 2013 

to 20th May 2014.  

¶ Increased focus on marketing, communication and outreach activities in order to 
promote H3ABioNet and its activities. 

¶ Increased promotion of H3ABioNet to the H3Africa projects, as per SAB 
recommendation, through set up of project ambassadors.  

¶ Making the H3ABioNet helpdesk publically available to non-registered users and 
non H3Afica projects: http://www.h3abionet.org/support/help-desk.  
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